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Project

26/LAGMED

Improvement of preventive actions to emerging
LAGoviruses in the MEDiterranean basin:
development and optimisation of methodologies
for pathogen detection and control

Context

The traditional epidemiologic triad model holds that infectious diseases
result from the interaction between pathogen, host and environment. In
the last 30 years, European rabbit populations have been decimated by
the rabbit haemorrhagic disease (RHD). RHD is caused by the RHD virus
(RHDV), a Lagovirus of the family Caliciviridae, which causes a fulminant
hepatitis that leads to death within 48-72h. In rabbitries, the initial impact
of RHD slowly abated over time as a consequence of efficient vaccination
campaigns and other control measures. However, in 2010, a new genotype
named RHDV2 or RHDVb, and more recently GI.2, emerged in France with
an unknown origin, but linked to the Euro-Mediterranean region. GI.2 pos-
sibly represents a new serotype and was detected both in wild and farm
rabbits. Moreover, it has an ability to kill rabbits <11 days old, rabbits vacci-
nated against RHDV Gl.1 (former G1-G6) or naturally immunised, and hares.
This new genotype has been reported in Europe, Australia, America and
Africa, and showed the relevant impact of this disease, particularly on the
fragile equilibrium of the Mediterranean ecosystem. Indeed, RHD is still one
of the most (if not the most) devastating diseases of rabbits.

Objectives

The main objective of this project is to increase interdisciplinary scientific
and technical knowledge on RHD and its aetiological agent. Particular-

ly, we will monitor RHD epidemiology in the Mediterranean region and
perform a genomic characterisation of circulating strains to develop more
accurate, rapid and sensitive diagnostic tools.

Considering the dynamics of the different GI.2 strains, we expect to test
and determine the most adequate biosecurity measures to contain the
disease and prevent future outbreaks both in the field and in rabbit-pro-
duction systems.
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We will study RHDV-host interactions to understand the role of the rabbit
immune system for further vaccine design. Finally, knowledge gathered
within the proposal will be used to train stakeholders, with emphasis in
the African countries, on disease diagnosis and prophylaxis, and technical
management.

Expected impacts

LAGMED is expected to contribute to develop effective preventive ac-
tions, capable to reduce the negative socio-economic impact of future GI.2
outbreaks or of newly emergent RHDV genotypes of unknown origin, and
to endow stakeholders with the most effective management tools. This is
especially relevant for African countries of the Mediterranean basin where
rabbits are promoted for poverty reduction programmes.
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